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AMENDMENTS TO THE CLAIMS 

1 . (Cancelled) 

2. The method of claim + 3, wherein the high fid e lity LI element comprises a sequence is at 
least about 95% similar to the sequence of nucleotides 1-884 of SEQ ID NO:l. 

3. (Currently amended) The A method of identifying candidate genes involved in claim 1, 
wh e r e in th e compl e x dis e as e is s e l e ct e d from th e group consisting of systemic lupus erythematosus 
(SLE), multipl e scl e rosi s , in s ulin dep e ndent diab e t e s mellitu s , rh e umatoid arthritis, ph e mphigu s , 
psoriasis, autoimmun e thyroid dis e as e , scl e rod e rma, mix e d conn e ctiv e tissu e dis e ase, polymyositis, 
d e rmatomyositis, Sjogr e n's syndrom e , p e mphigoid, vitiligo, primary biliary cirrhosis, chronic active 
h e patitis, Crohn's dis e as e , ulcerativ e colitis, p e rnicious anemia, schizophrenia, and Alzh e im e r 
dis e as e comprising identifying a region of the genome adjacent to a disease-associated marker, and 
selecting any gene in the region containing an LI element in an intronic region or in a 5' or 3 9 
regulatory region as a candidate gene involved in SLE . 

4-18. (Cancelled) 

19. (New) The method of claim 2, comprising selecting any gene containing an LI element in an 
intronic region as a candidate gene involved in SLE. 

20. (New) The method of claim 2, comprising selecting any gene containing an LI element in a 
5 5 regulatory region as a candidate gene involved in SLE. 

21. (New) The method of claim 2, comprising selecting any gene containing an LI element in a 
3' regulatory region as a candidate gene involved in SLE. 

22. (New) The method of claim 2, wherein the LI element has at least about 98% sequence 
similarity to nucleotides 1-884 of SEQ ID NO:l. 
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23. (New) The method of claim 2, wherein the LI element has at least about 99% sequence 
similarity to nucleotides 1-884 of SEQ ID NO:l. 

24. (New) The method of claim 2, wherein the distance between the first nucleotide of the LI 
element and the first nucleotide of the gene is less than about 200,000 base pairs. 

25. (New) The method of claim 2, wherein the distance between the first nucleotide of the LI 
element and the first nucleotide of the gene is less than about 100,000 base pairs. 
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